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KDM7ASE A SEAAS 40T
Species Gene Symbol Gene ID GenBank Accession Transcript
Human KDM7A 80853 BC127007 NM_030647
About the gene

Official Symbol KDM7A

Previous Symbol JHDM1D

Official Full Name | lysine demethylase 7A

Synonyms KIAA1718
Location 7q34

Gene Type protein_coding

Uniprot ID Q6ZMT4

Pathway/Library Epigenetic Regulators Related Genes Library

Histone demethylase required for brain development. Specifically demethylates dimethylated Lys-9' and
'Lys-27' (H3K9me?2 and H3K27me2, respectively) of histone H3 and monomethylated histone H4 'Lys-20'
residue (H4K20Mel), thereby playing a central role in histone code. Specifically binds trimethylated
Gene Summary 'Lys-4' of histone H3 (H3K4me3), affecting histone demethylase specificity: in presence of H3K4me3, it
has no demethylase activity toward H3K9me2, while it has high activity toward H3K27me2.
Demethylates H3K9me?2 in absence of H3K4me3. Has activity toward H4K20Mel only when nucleosome
is used as a substrate and when not histone octamer is used as substrate. KDM7A _HUMAN,Q6ZMT4
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L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
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D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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